A new diterpenoid with a rearranged skeleton, prattinin A (1), was isolated along with five known compounds (2-6) from the roots of Salvia prattii. The structure of 1 bearing a methyl group at the C-5 position was established by extensive spectroscopic analyses and the absolute configuration of 1 was elucidated by comparing the calculated and experimental electronic circular dichroism (ECD) spectra. Compounds 1, 3, 4, and 5 exhibited moderate or weak cytotoxicity against HL-60 and HeLa cell lines.
Prattinin A (1) was obtained as an amorphous dark blue solid; the molecular formula of 1 was determined to be C 20 ). An olefinic proton signal (1H,  H 6.08, dd, J=6.3, 2.9, H-1) was also observed. The 13 C NMR spectrum of 1 (Table 1) showed 20 signals corresponding to five methyls, two methylenes, five methines and eight quaternary carbons by DEPT and HSQC spectroscopic analyses. The planar structure was elucidated by 1 H-1 H COSY and HMBC analyses (Figure 1) .
The
1 H-1 H COSY indicated the presence of three spin systems, H-1/H 2 -2/H 2 -3, H-6/H-7, and H 3 -16/H-15/H 3 -17. In the HMBC spectrum, H 3 -18 and H 3 -19 correlated with C-3, C-4, and C-5, and H 3 -20 correlated with C-4, C-5, C-6, and C-10. Therefore, H 3 -20 was determined to be attached to C-5, and the structure of A-ring was determined as shown in Figure 1 bearing a  1,10 olefin moiety. The structure of B-ring was determined from the HMBC correlations of H-6 to C-5, C-8, and C-10 and H-7 to C-5, and C-9. These correlations indicated that A and B-rings consist of a decalin ring bearing  1,10 ,  6,7 olefins, and a 5-methyl group. The remaining structure of C-ring was elucidated from the 1 H NMR spectrum of aromatic proton (1H,  H 6.45, s, H-14) and HMBC correlations: H-14 to C-7, C-9, and C-12; H 3 -16 and H 3 -17 to C-15 and C-13; H-15 to C-12, C-13, and C-14. The positions of the two phenolic hydroxy groups were established by the following correlations: 11-OH to C-9 and C-12, and 12-OH to C-12 and C-13. The NOESY correlation of H-1/11-OH was also obtained for 11-OH (Figure 2 ). The absolute configuration was elucidated by comparing the experimental and calculated ECD spectra (Figure 3 ). The stereochemistry of the C-5 of 1 was assigned as R.
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Compound 1 belongs to a salviskinone-type diterpenoid (7) [4] . The biogenetic pathway for compound 7 has been shown in our previous paper; that is, the methyl group at the C-10 of a typical abietane shifted to C-5 (1, 2-Me shift) [4] . Compound 1, one of salviskinonetype diterpenoids, might be a key biogenetic intermediate to give compound 4 through a 4,5-secoabietane derivative. The absolute configuration of 1 is also supported by the 1,2-methyl shift pathway.
The cytotoxicity of 1-6 was tested against HL-60 (human promyelocytic leukemia cells) and HeLa (human cervical cancer cells) ( 
Experimental
General Experimental Procedures: Optical rotations were obtained using an ATAGO AP-300 polarimeter. UV spectra were obtained using a SHIMADZU UV-2500PC spectrometer. CD spectra were recorded using a JASCO J600 CD spectrometer. IR spectra were measured using a JASCO 1200 IR spectrometer. NMR spectra were recorded using a JEOL ECA-500 spectrometer. Chemical shifts (δ) and coupling constants were recorded in parts per million (ppm), and Hertz (Hz), respectively. HRESIMS spectra were recorded using a JEOL AccuTOF LC-plus JMS-TMS-100LP mass spectrometer. Semipreparative HPLC was performed using a YMCPack ODS-AM (250 mm×10 mm) column. Column chromatography was performed using silica gel (Wako-gel C-200, C-300, Wako Ltd.) and an ODS column (Cosmosil 75C 18 -OPN, NAKALAI TESQUE, Inc.). Fractions were monitored by TLC, and the spots were visualized using anisaldehyde and/or phosphomolybdic acid solutions. 
ECD Measurements:
The geometry optimization and ECD calculation of 1 were performed using ADF (Amsterdam density functional program package, Ryoka system Inc., Japan). The input geometry of 1 was obtained by optimization and conformational search using the CONFLEX7 software (Conflex, Tokyo, Japan). Fifteen conformations were found within 12.93 kcal/mol, and the total percentage of two stable conformers (1a and 1b) was 99.94% (1a; 71.12%, 1b; 28.82%) within 0.54 kcal/mol in the distribution. These are the conformers concerning the bond rotation between 
